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DETAILED ACTION 

1. Formal Matters 

A. The Preliminary Amendment dated 1 1/19/01, has been entered into the record. 

B. Claims 1 19-138 are pending and are the subject of this Office Action. 

2. Priority 

Due to the excessive number of applications from which the present application claims benefit, 
priority cannot be determined. However, the Examiner has concluded that the subject matter defined in 
this application is not supported by any of the applications in the chain of priority because the presently 
claimed subject matter is not supported by a specific, substantial or well-established utility, nor, for this 
reason, is it enabled. Accordingly, the subject matter defined in claims 119-138 has an effective filing 
date of 1 1/19/01, which is the filing date of the present application. 

Should the applicant disagree with the examiner's factual determination above, it is incumbent 
upon the applicant to provide the serial number and specific page number(s) of any parent application 
filed prior to 1 1/19/01 which specifically supports the particular claim limitation for each and every claim 
limitation in all the pending claims which applicant considers to have been in possession of and fully 
enabled for prior to 1 1/19/01 . 

5. Information Disclosure Statement 

A. References Al and A2 on the IDS dated 5/24/02 have been lined through since they are not in 
proper format, including author and date of deposit. 

4. Specification 

A. Though none could be found, due to the length of the specification, Applicants are reminded that 
embedded hyperlink and/or other form of browser-executable code are not permitted in the specification. 
SeeMPEP§ 608.01. 

B. The title of the invention is not descriptive. A new title is required that is clearly indicative of the 
invention to which the claims are directed. The title recites polypeptides and polynucleotides whereas the 
claims are drawn to polynucleotides. 
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5. Claim Objections 

A. The syntax of claims 119-131 could be improved by replacing the phrase "shown in Figure 228 
(SEQ ID NO:314)" with "of SEQ ID NO:314" and "shown in Figure 227 (SEQ ID NO:313)" with "of 
SEQ ID NO:313." 

6. Claim Rejections - 35 USC § 101 

35 U.S.C. 101 reads as follows: 

Whoever invents or discovers any new and useful process, machine, manufacture, or composition of matter, or any new 
and useful improvement thereof, may obtain a patent therefor, subject to the conditions and requirements of this title. 

A. Claims 1 19-138 are rejected under 35 U.S.C. 101 because the claimed invention is not supported 
by a specific, substantial and credible asserted utility or a well established utility. These claims are 
directed to polynucleotides having various sequence homology to SEQ ID NO:313. However, the 
invention encompassed by these claims has no apparent or disclosed patentable utility. This rejection is 
consistent with the current utility guidelines, published 1/5/01, 66 FR 1092. The instant application has 
provided a description of an isolated protein. However, the instant application does not disclose a specific 
and substantial biological role of this protein or its significance. 

However, it is clear from the instant specification that the claimed polynucleotide encodes a 
protein which is termed an "orphan receptor" in the art. The instant application does not disclose the 
biological role of the claimed polynucleotide, protein or their significance. Applicants disclose in the 
specification that the encoded receptor has certain amino acid sequence identity with microfibril- 
associated glycoprotein 4 (MFA4 HUMAN); ficolin-A - Mus musculus (M0078131); human lectin P35 
(D63155561); ficolin B - Mus musculus (AF00632171); human tenascin-R (restriction) (HS518E13 1); 
the long form of a rat janusin precursor (A45445); fibrinogen-related protein HFREP-I precursor 
(JN0596); a human Tenascin precursor (TENA HUMAN); hllman CDT6 (HSY16132 1); and 
angiopoietin-1 - Mus musculus (MM1. 183509 1). Therefore, Applicants believe that NL7 disclosed the 
present application is a novel TIE ligand homologue, and may play a role in angiogenesis and/or vascular 
maintenance and/or wound healing and/or inflammation and/or tumor development and/or growth. 
However, homology alone is not sufficient to demonstrate utility of the present invention. There is little 
doubt that, after complete characterization, this protein will probably be found to have a patentable utility. 
This further characterization, however, is part of the act of invention and, until it has been undertaken, 
Applicants' claimed invention is incomplete. 
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The instant situation is directly analogous to that of which was addressed in Brenner v. Manson, 
148 U.S.P.Q. 689 (Sus. Ct, 1966), in which a novel compound which was structurally analogous to other 
compounds which were known to possess anticancer activity was alleged to be potentially useful as an 
antitumor agent in the absence of evidence supporting this utility. The court expressed the opinion that all 
chemical compounds are "useful" to the chemical arts when this term is given its broadest interpretation. 
However, the court held that this broad interpretation was not the intended definition of "useful" as it 
appears in 35 U.S.C. 101, which required that an invention must have either an immediate obvious or 
fully disclosed "real-world" utility. The court held that: 

"The basic quid pro quo contemplated by the Constitution and the Congress for granting a patent 
monopoly is the benefit derived by the public from an invention with substantial utility" "[u]nless and until a 
process is refined and developed to this point - where specific benefit exists in currently available form - there 
is insufficient justification for permitting an applicant to engross what may prove to be a broad field," and "a 
patent is not a hunting license," "[i]t is not a reward for the search, but compensation for its successful 
conclusion." 

The specification discloses that the polynucleotides of the invention encode proteins which have 
significant sequence similarity to known proteins. Based on the structural similarity, the specification 
asserts that the newly disclosed SEQ ID NO:313 has similar activities. The assertion that the disclosed 
proteins have biological activities similar to known polynucleotides and proteins cannot be accepted in 
the absence of supporting evidence, because generally, the art acknowledges that function cannot be 
predicted based solely on structural similarity to a protein found in the sequence databases. For example, 
Skolnick et al. (2000, Trends in Biotech. 18:34-39) state that knowing the protein structure by itself is 
insufficient to annotate a number of functional classes, and is also insufficient for annotating the specific 
details of protein function (see Box 2, p. 36). Similarly, Bork (2000, Genome Research 10:398-400) 
states that the error rate of functional annotations in the sequence database is considerable, making it even 
more difficult to infer correct function from a structural comparison of a new sequence with a sequence 
database (see especially p. 399). Such concerns are also echoed by Doerks et al. (1998, Trends in 
Genetics 14:248-250) who state that (1) functional information is only partially annotated in the database, 
ignoring multi functionality, resulting in underpredictions of functionality of a new protein and (2) 
overpredictions of functionality occur because structural similarity often does not necessarily coincide 
with functional similarity. Smith et al. (1997, Nature Biotechnology 15:1222-1223) remark that there are 
numerous cases in which proteins having very different functions share structural similarity due to 
evolution from a common ancestral gene. 
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Brenner (1999, Trends in Genetics 15: 132-133) argues that accurate inference of function from 
homology must be a difficult problem since, assuming there are only about 1000 major gene 
superfamilies in nature, then most homologs must have different molecular and cellular functions. 
Finally, Bork et al. (1996, Trends in Genetics 12:425-427) add that the software robots that assign 
functions to new proteins often assign a function to a whole new protein based on structural similarity of a 
small domain of the new protein to a small domain of a known protein. Such questionable interpretations 
are written into the sequence database and are then considered facts. 

Therefore, based on the discussions above concerning the specific examples of structurally 
similar proteins that have different functions, along with the art's recognition that one cannot rely upon 
structural similarity alone to determine functionality, the specification fails to teach the skilled artisan the 
utility of the polynucleotide of SEQ ID NO:313, or of the protein of SEQ ID NO:314, which is only 
known to be homologous to various receptors. Therefore, the instant claims are drawn to a polynucleotide 
encoding a protein which has a yet undetermined function or biological significance. There is no actual 
and specific significance which can be attributed to said protein or polynucleotide identified in the 
specification. For this reason, the instant invention is incomplete. In the absence of a knowledge of the 
natural ligands or biological significance of this protein, there is no immediately obvious patentable use 
for it, or for its encoding polynucleotide. To employ a protein of the instant invention in the identification 
of substances which bind to and/or mediate activity of the said receptor is clearly to use it as the object of 
further research which has been determined by the courts to be a non-patentable utility. Since the instant 
specification does not disclose a "real-world" use for said protein then the claimed invention is 
incomplete and, therefore, does not meet the requirements of 35 U.S.C. 101 as being useful. 

Furthermore, since the protein of the invention is not supported by a specific and 
substantial asserted utility or a well established utility, the encoding polynucleotides, vectors, host 
cells and methods of making the protein also lack utility. 

7. Claim Rejections - 35 USC § 112, first paragraph - enablement 

The following is a quotation of the first paragraph of 35 U.S.C. 112: 

The specification shall contain a written description of the invention, and of the manner and process of making 
and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and use the same and shall set forth the best mode 
contemplated by the inventor of canying out his invention. 

A. Claims 1 19-138 are rejected under 35 U.S.C. 1 12, first paragraph, as failing to adequately teach 
how to use the instant invention. Specifically, since the claimed invention is not supported by a specific, 
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substantial and credible asserted utility or a well established utility for the reasons set forth above, one 
skilled in the art clearly would not know how to use the claimed invention. 

B. Claims 119-138 are rejected under 35 U.S.C. 112, first paragraph, as containing subject matter 
which was not described in the specification in such a way as to enable one skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and/or use the invention. 

The deposit of the biological material is considered necessary for the enablement of the current 
invention (see MPEP Chapter 2400 and 37 C.F.R. §§ 1.801-1.809). Elements required for practicing a 
claimed invention must be known and readily available to the public or obtainable by a repeatable method 
set forth in the specification. If a deposit (203128) is made under the terms of the Budapest Treaty on the 
International Recognition of the Deposit of Microorganisms for the Purposes of Patent Procedure (e.g. see 
961 OG 21, 1977), and Applicants, their assignee or their agent needs to provide a declaration containing 
the following; 

1 . the current address of the ATCC. 

2. a declaration, or statement over attorney's signature stating that all restrictions imposed by the 
depositor on the availability to the public of the deposited biological material be irrevocably 
removed upon the granting of the patent (see MPEP Chapter 2410.01 and 37 C.F.R. § 1.808. 

C. Furthermore, even if the claims possessed utility under 35 USC 101, claims 119-138 would still 
be rejected under 35 USC 112, first paragraph, because the specification, while then being enabling for 
SEQ ID NO:313 and 314, does not reasonably provide enablement for polynucleotides or polypeptides 
having at least 80%, 85%, 90%, 95% or 99% sequence identity to SEQ ID NO:313 or 314, to the protein 
encoded by ATCC No. 203128, for the extracellular domain thereof, or for vectors and host cells 
containing these polynucleotides. The specification does not enable any person skilled in the art to which 
it pertains, or with which it is most nearly connected, to make the invention commensurate in scope with 
these claims. There is no functional limitation in the claims. The claims encompass an unreasonable 
number of inoperative polypeptides, or polynucleotides which encode these polypeptides, which the 
skilled artisan would not know how to use. 

There are no working examples of polynucleotides or polypeptides less than 100% identical to 
SEQ ID NO:313 or 314, or the mature form thereof (i.e. lacking its signal peptide). The skilled artisan 
would not know how to use non-identical polypeptides or polynucleotides on the basis of teachings in the 
prior art or specification unless they possessed a specific function disclosed in the instant specification, in 
which there is none. While the specification generally describes homologous proteins, Applicants still 
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have not taught to which family of proteins the protein of the present invention belongs. The specification 
does not provide guidance for using polynucleotides encoding polypeptides related to {i.e., 80%-99% 
identity) but not identical to SEQ ID NO:313 or 314 which do not have any specific, known function. 
The claims are broad because they do not require the claimed polypeptide to be identical to the disclosed 
sequence and because the claims have no functional limitation. 

For these reasons, which include the complexity and unpredictability of the nature of the 
invention and art in terms of the diversity of proteines and lack of knowledge about function(s) of 
encompassed polypeptides structurally related to SEQ ID NO:314, or their encoding polynucleotides (e.g. 
SEQ ID NO:3 13) the lack of direction or guidance for using polypeptides that are not identical to SEQ ID 
NO:314, and the breadth of the claims for structure without function, it would require undue 
experimentation to use the invention commensurate in scope with the claims. 

& Claim Rejections - 35 USC § 112, first paragraph - written description 

A. Claims 119-138 are rejected under 35 U.S.C. 112, first paragraph, as containing subject matter 
which was not described in the specification in such a way as to reasonably convey to one skilled in the 
relevant art that the inventor(s), at the time the application was filed, had possession of the claimed 
invention. 

The claims are drawn to polynucleotides having at least 80%, 85%, 90%, 95% or 99% sequence 
identity with SEQ ID NO:313 as well as vectors and host cells. The claims do not require that the 
polynucleotides or encoded polypeptides of the present invention possess any particular biological 
activity, nor any particular conserved structure, or other disclosed distinguishing feature. Thus, the claims 
are drawn to a genus of polypeptides that is defined only by sequence identity. 

To provide adequate written description and evidence of possession of a claimed genus, the 
specification must provide sufficient distinguishing identifying characteristics of the genus. The factors to 
be considered include disclosure of compete or partial structure, physical and/or chemical properties, 
functional characteristics, structure/function correlation, methods of making the claimed product, or any 
combination thereof. In this case, the only factor present in the claim is a partial structure in the form of a 
recitation of percent identity. There is not even identification of any particular portion of the structure that 
must be conserved. Accordingly, in the absence of sufficient recitation of distinguishing identifying 
characteristics, the specification does not provide adequate written description of the claimed genus. 

Vas-Cath Inc. v. Mahurkar, 19USPQ2d 1111, clearly states "applicant must convey with 
reasonable clarity to those skilled in the art that, as of the filing date sought, he or she was in possession 
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of the invention. The invention is, for purposes of the 'written description' inquiry, whatever is now 
claimed." (See page 1 1 17.) The specification does not "clearly allow persons of ordinary skill in the art 
to recognize that [he or she] invented what is claimed." (See Vas-Cath at page 1116). As discussed above, 
the skilled artisan cannot envision the detailed chemical structure of the encompassed genus of 
polypeptides, and therefore conception is not achieved until reduction to practice has occurred, regardless 
of the complexity or simplicity of the method of isolation. Adequate written description requires more 
than a mere statement that it is part of the invention and reference to a potential method of isolating it. 
The compound itself is required. See Fiers v. Revel, 25 USPQ2d 1601 at 1606 (CAFC 1993) and Amgen 
Inc. v. Chugai Pharmaceutical Co. Ltd., 18 USPQ2d 1016. 

One cannot describe what one has not conceived. See Fiddes v. Baird, 30 USPQ2d 1481 at 1483. 
In Fiddes, claims directed to mammalian FGF's were found to be unpatentable due to lack of written 
description for that broad class. The specification provided only the bovine sequence. 

Therefore, only isolated polypeptides comprising the amino acid sequence set forth in SEQ ID 
NO:314, or encoded by SEQ ID NO:313, but not the full breadth of the claims, meets the written 
description provision of 35 U.S.C. §112, first paragraph. Applicant is reminded that Vas-Cath makes clear 
that the written description provision of 35 U.S.C. §112 is severable from its enablement provision (see 
page 1115). 

9. Claim Rejections - 35 USC § 112, second paragraph 

The following is a quotation of the second paragraph of 35 U.S.C. 1 12: 

The specification shall conclude with one or more claims particularly pointing out and distinctly claiming the subject 
matter which the applicant regards as his invention. 

Claims 119-138 are rejected under 35 U.S.C. 112, second paragraph, as being indefinite for failing to 
particularly point out and distinctly claim the subject matter which applicant regards as the invention. 

A. Claims 1 19-138 are vague and indefinite since it is not clear whether or not the protein encoded 
by the polynucleotide of the present invention is a soluble protein (e.g protease), nor is it disclosed as 
being expressed on a cell surface. Accordingly, the limitation that the claimed protein comprises an 
"extracellular domain" is indefinite, as the art does not recognize soluble proteins as having such 
domains. Further, if the protein had an extracellular domain, the recitation of "the extracellular 
domain"... "lacking its associated signal sequence" is indefinite as a signal sequence is not generally 
considered to be part of an extracellular domain, as signal sequences are cleaved from said domains in the 
process of secretion from the cell. 
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B. Claims 132-134 are vague and indefinite since the claim recites "hybridizes" without the 
recitation of any conditions, or recites "stringent conditions: wherein these conditions are not known. 
Nucleic acid molecules which hybridize under conditions of "low" stringency would not necessarily 
hybridize under conditions of "high" stringency. Furthermore, not all conditions of "high" or "low" 
stringency, for example, are the same. Therefore, it is required that Applicants amend the claims to recite 
the exact hybridization conditions without using indefinite phrases such as "for example" without adding 
new matter. 

10. Claim Rejections - 35 USC § 102 

The following is a quotation of the appropriate paragraphs of 35 U.S.C. 102 that form the basis 
for the rejections under this section made in this Office action: 

A person shall be entitled to a patent unless - 

(b) the invention was patented or described in a printed publication in this or a foreign country or in public use or on 
sale in this country, more than one year prior to the date of application for patent in the United States. 

A. Claims 119-138 are rejected under 35 U.S.C. 102(b) as being anticipated by Baker et al. (WO 
99/63088. The claims recite a polynucleotide at least 80% identical to that of SEQ ID NO:313 or 
encoding 3 14, as well as fragments thereof The claims also recite nucleic acid molecules which hybridize 
to SEQ ID NO:313, or one encoding SEQ ID NO:314 as well as vectors and host cells. Baker teach a 
polynucleotide which is 100% identical to SEQ ID NO:313 (Sequence Comparisons A-C) as well as 
vectors and host cells (pages 352-355). This nucleic acid molecule will hybridize to that of the present 
invention even under the most stringent conditions. 

B Claims 132-134 are rejected under 35 U.S.C. 102(b) as being anticipated by Fernandez et al. (WO 
00/061754. The claims recite a nucleic acid molecule which hybridizes to SEQ ID NO:313, or one 
encoding SEQ ID NO:314. Fernandez teach a polynucleotide which is 100% identical over approximately 
1070 contiguous bases (Sequence Comparison D). This nucleic acid molecule will hybridize to that of the 
present invention even under the most stringent conditions. 

11. Conclusion 

A. No claim is allowable. 
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Advisory information 

Any inquiry concerning this communication or earlier communications from the examiner should be 
directed to Robert Landsman whose telephone number is (703) 306-3407. The examiner can normally be reached 
on Monday - Friday from 8:00 AM to 5:00 PM (Eastern time) and alternate Fridays from 8:00 AM to 5:00 PM 
(Eastern time). 

If attempts to reach the examiner by telephone are unsuccessful, the Examiner's supervisor, Gary Kunz, 
can be reached on (703) 308-4623. 

Official papers filed by fax should be directed to (703) 308-4242. Fax draft or informal communications 
with the examiner should be directed to (703) 308-0294. 

Any inquiry of a general nature or relating to the status of this application or proceeding should be 
directed to the Group receptionist whose telephone number is (703) 308-0196. 

Robert Landsman, Ph.D. 
Patent Examiner 
Group 1600 
March 05, 2004 




RWINT EXAMINER 



ID AAY66727 standard; protein; 461 AA. 
XX 

DT 05-APR-2000 (first entry) 
XX 

DE Membrane -bound protein PR01346. 
XX 

KW Membrane -bound polypeptide; PRO polypeptide; LDL receptor; TIE ligand; 

KW pharmaceutical; receptor immunoadhesin; gene mapping. 

XX 

OS Homo sapiens. 
XX 

PN WO9963088-A2. 
XX 

PD 09-DEC-1999. 
XX 

PF 02-JUN-1999; 99WO-US122 52 . 
XX 

PR 02-JUN-1998; 98US- 00 8 76 07 . 
XX 

PA {GETH ) GENENTECH INC. 
XX 

PI Baker K, Chen J , Goddard A, Gurney AL, Smith V, Watanabe CK; 

PI Wood WI, Yuan J; 

XX 

DR WPI; 2000-072883/06. 

DR N-PSDB; AAZ65071. 
XX 

PT Membrane -bound proteins and related nucleotide sequences 
XX 

PS claim 12; Fig 228; 822pp; English. 
XX 

CC The invention provides membrane -bound PRO polypeptides and 

CC polynucleotides encoding them. The PRO sequences of the invention were 

CC identified based on extracellular domain homology screening. The PRO 

CC sequences have homology with proteins including LDL receptors, TIE 

CC ligands and various enzymes. The membrane -bound proteins and receptor 

CC molecules are useful as pharmaceutical and diagnostic agents. Receptor 

CC immunoadhesins, for instance, can be used as therapeutic agents to block 

CC receptor- ligand interactions. The membrane -bound proteins can also be 

CC employed for screening of potential peptide or small molecule inhibitors 

CC of the relevant receptor/ ligand interaction. The PRO encoding sequences 

CC are useful as hybridization probes, in chromosome and gene mapping and in 

CC the generation of antisense RNA and DNA. PRO nucleic acid sequences 

CC will also be useful for the preparation of PRO polypeptides, especially 

CC by recombinant techniques. 

XX 

SQ Sequence 461 AA; 

Query Match 100.0%; Score 2450; DB 21; Length 461; 
Best Local Similarity 100.0%; Pred. No. 5.5e-225- 



Matches 


461; Conservative 0; Mismatches 0; Indels 0; Gaps 


0 


Qy 


1 


MVNDRWKTMGGAAQLEDRPRDKPQRPSCGYVLCTVLLALAVLLAVAVTGAVLFLNHAHAP 


60 


Db 


1 


IIIIIIIMMMMIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIIII 

MVNDRWKTMGGAAQLEDRPRDKPQRPSCGYVLCTVLLALAVLLAVAVTGAVLFLNHAHAP 


60 


Qy 


61 


G TAP P PW S TGAAS ANS AL VT VE RAD SSHLSILIDPRCPDLTDS F AR LE S AQ AS VLQ AL T 

illllMMMMMIIIIIIIIMIIIIIIIIIIIIIIIIIIlllllillMIIIIIII 


120 


Db 


61 


GTAPPPWSTGAASANSALVTVERADSSHLSILIDPRCPDLTDSFARLESAQASVLQALT 


120 


Qy 


121 


EHQAQPRLVGDQEQELLDTLADQLPRLLARASELQTECMGLRKGHGTLGQGLSALQSEQG 


180 


Db 


121 


IIIIIIIIIMMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIII 

EHQAQPRLVGDQEQELLDTLADQLPRLLARASELQTECMGLRKGHGTLGQGLSALQSEQG 


180 



Qy 181 RLIQLLSESQGHMAHLWSVSDILDALQRDRGLGRPRNKADLQRAPARGTRPRGCATGSR 240 

IIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIII 

Db 181 RLIQLLSESQGHMAHLVNSVSDILDALQRDRGLGRPRNKADLQRAPARGTRPRGCATGSR 240 



uy 


1 A 1 


FKUCLilJVljijbbUUDDCjV Ybvr P IHYPAGFQVYCDMRTDGGGWTVFQRREDGSVNFFRGWD 


300 


Db 


241 


IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIII 

PRDCLDVLLSGQQDDGVYSVFPTHYPAGFQVYCDMRTDGGGWTVFQRREDGSVNFFRGWD 


300 


Qy 


301 


AYRDGFGRLTGEHWLGLKRIHALTTQAAYELHVDLEDFENGTAYARYGSFGVGLFSVDPE 


360 


Db 


301 


IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMI 

AYRDGFGRLTGEHWLGLKRIHALTTQAAYELHVDLEDFENGTAYARYGSFGVGLFSVDPE 


360 


Qy 


361 


EDGYPLTVADYSGTAGDSLLKHSGMRFTTKDRDSDHSENNCAAFYRGAWWYRNCHTSNLN 


420 


Db 


361 


MIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

EDGYPLTVADYSGTAGDSLLKHSGMRFTTKDRDSDHSENNCAAFYRGAWWYRNCHTSNLN 


420 


Qy 


421 


GQYLRGAHASYADGVEWSSWTGWQYSLKFSEMKIRPVREDR 4 61 




Db 


421 


IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

GQYLRGAHAS YADGVEWS SWTGWQYS LKFSEMKI RPVREDR 461 





ID AAZ65071 standard; cDNA; 3010 BP. 



XX 

PN WO9963088-A2 . 
XX 

PD 09-DEO1999. 
XX 

SQ Sequence 3010 BP; 497 A; 1045 C; 938 G; 530 T; 0 other; 
Alignment Scores: 

Pred. No.: 1.09e-191 Length: 3010 

Score: 2450.00 Matches: 461 

Percent Similarity: 100.00% Conservative: 0 

Best Local Similarity: 100.00% Mismatches: 0 

Query Match: 100.00% Indels: 0 

DB : 21 Gaps: 0 

US-09-989-729A-314 (1-461) x AAZ65071 (1-3010) 



Qy 


1 


MetValAsnAspArgTrpLysThrMetGlyGlyAlaAlaGlnLeuGluAspArgProArq 
1 1 M 1 1 M 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 | | | | | || | | | | | | 


20 


Db 


1 


ATGGTCAACGACCGGTGGAAGACCATGGGCGGCGCTGCCCAACTTGAGGACCGGCCGCGC 


60 


Qy 


21 


AspLysProGlnArgProSerCysGlyTyrValLeuCysThrValLeuLeuAlaLeuAla 


40 


Db 


61 


IIIIIIIMIIMIIIIIIIIIIIIIMIIIIIIIIIIIllllMMIIIIIIIIIIIM 

GACAAGCCGCAGCGGCCGAGCTGCGGCTACGTGCTGTGCACCGTGCTGCTGGCCCTGGCT 


120 


Qy 


41 


ValLeuLeuAlaValAlaValThrGlyAlaValLeuPheLeuAsnHisAlaHisAlaPro 


60 


Db 


121 


1 1 f ■ 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j i [ 1 1 r 1 1 r 1 1 1 ! r 1 1 1 1 1 1 1 1 j i j 1 1 1 1 1 

GTGCTGCTGGCTGTAGCTGTCACCGGTGCCGTGCTCTTCCTGAACCACGCCCACGCGCCG 


180 


Qy 


61 


GlyThrAlaProProProValValSerThrGlyAlaAlaSerAlaAsnSerAlaLeuVal 


80 


Db 


181 


IIIMIIIMMIIIIIIMIIMMIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIII 

GGCACGGCGCCCCCACCTGTCGTCAGCACTGGGGCTGCCAGCGCCAACAGCGCCCTGGTC 


240 


Qy 


81 


ThrValGluArgAlaAspSerSerHisLeuSerlleLeuIleAspProArgCysProAsp 


100 


Db 


241 


M 1 1 1 f 1 1 1 1 1 1 1 1 1 j 1 1 1 1 j | f| 1 1 1 1 ! i 1 [ 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j [[ 1 

ACTGTGGAAAGGGCGGACAGCTCGCACCTCAGCATCCTCATTGACCCGCGCTGCCCCGAC 


300 



bo*** 



Ov 
vy 


101 


. LeuThrAspSerPheAlaArgLeuGluSerAlaGlnAlaSerValLeuGlnAlaLeuThr 


■ 120 


Db 




MIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

. CTCACCGACAGCTTCGCACGCCTGGAGAGCGCCCAGGCCTCGGTGCTGCAGGCGCTGACA 


. 360 


Ov 
vy 


121 


. GluHisGlnAlaGlnProArgLeuValGlyAspGlnGluGlnGluLeuLeuAspThrLeu 

IMIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

GAGCACCAGGCCCAGCCACGGCTGGTGGGCGACCAGGAGCAGGAGCTGCTGGACACGCTG 


140 


Db 


361 


420 


Ov 
vy 


141 


AlaAspGlnLeuProArgLeuLeuAlaArgAlaSerGluLeuGlnThrGluCysMetGly 160 
I 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I I I I I I I i i i i i i i i i i tni i i i ii 


Db 


421 


MM I II 1 M 1 M 1 M M II M 1 M || | j | M M || II 1 II II II II 

GCCGACCAGCTGCCCCGGCTGCTGGCCCGAGCCTCAGAGCTGCAGACGGAGTGCATGGGG 


480 


Ov 


161 


LeuArgLysGlyHisGlyThrLeuGlyGlnGlyLeuSerAlaLeuGlnSerGluGlnGly 180 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 I 1 1 1 I I I I I I I I I I I I I I I 1 I i i i i i i i i i i i i i i i i i i 


Db 


481 


IMIIMIIM | | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CTGCGGAAGGGGCATGGCACGCTGGGCCAGGGCCTCAGCGCCCTGCAGAGTGAGCAGGGC 


540 


Qv 


181 


ArgLeuIleGlnLeuLeuSerGluSerGlnGlyHisMetAlaHisLeuValAsnSerVal 


200 


Db 


541 


IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

CGCCTCATCCAGCTTCTCTCTGAGAGCCAGGGCCACATGGCTCACCTGGTGAACTCCGTC 


600 


Qv 


201 


SerAspIleLeuAspAlaLeuGlnArgAspArgGlyLeuGlyArgProArgAsnLysAla 

IMIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 


220 


Db 


601 


AGCGACATCCTGGATGCCCTGCAGAGGGACCGGGGGCTGGGCCGGCCCCGCAACAAGGCC 


660 


Qy 


221 


AspLeuGlnArgAlaProAlaArgGlyThrArgProArgGlyCysAlaThrGlySerArg 

MIIIMIIIIIIMIIMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

GACCTTCAGAGAGCGCCTGCCCGGGGAACCCGGCCCCGGGGCTGTGCCACTGGCTCCCGG 


240 


Db 


661 


720 


Qv 


241 


ProArgAspCysLeuAspValLeuLeuSerGlyGlnGlnAspAspGlyValTyrSerVal 


260 


Db 


721 


Nil II III UN IN II III II III II III II Mill III II || || UNI || Ml Ml 

CCCCGAGACTGTCTGGACGTCCTCCTAAGCGGACAGCAGGACGATGGCGTCTACTCTGTC 


780 


Qy 


261 


PheProThrHisTyrProAlaGlyPheGlnValTyrCysAspMetArgThrAspGlyGly 

IIIIIIIIIMMIIIIMIIIIIIIIIIIIIIIIIMIIMIMIMIIIIIIIIMM 


280 


Db 


781 


TTTCCCACCCACTACCCGGCCGGCTTCCAGGTGTACTGTGACATGCGCACGGACGGCGGC 


840 


Qv 


281 


GlyTrpThrValPheGlnArgArgGliaAspGlySerValAsnPhePheArgGlyTrpAsp 


300 


Db 


841 


MIIIIIMIIMIIIMIMIIIMIIIIMIIMMIIIIIIMMIMMIIMIII 

GGCTGGACGGTGTTTCAGCGCCGGGAGGACGGCTCCGTGAACTTCTTCCGGGGCTGGGAC 


900 


Qy 


301 


J-1.J.C1 ± yLftj-yrtopoiyrueiaiyiizyijeu 1 nirtj.Ly\j±Uril S 1 3TpJ_iSU.CjJ.yLieuLy SAlTgl le 

IIIIIIIIIIMMIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIII 


320 


Db 


901 


GCGTACCGAGACGGCTTTGGCAGGCTCACCGGGGAGCACTGGCTAGGGCTCAAGAGGATC 


960 


Qy 


321 


HisAlaLeuThrThrGlnAlaAlaTyrGluLeuHisValAspLeuGluAspPheGluAsn 


340 


Db 


961 


i ) i ) 1 1 1 1 1 m 1 1 j i r 1 1 r i f 1 1 ! i r i r 1 1 1 1 1 1 1 1 1 1 1 j i r 1 1 1 1 1 1 1 f 1 1 1 1 1 j i r 1 1 

CACGCCCTGACCACACAGGCTGCCTACGAGCTGCACGTGGACCTGGAGGACTTTGAGAAT 


1020 


Qv 


341 


GlyThrAlaTyrAlaArgTyrGlySerPheGlyValGlyLeuPheSerValAspProGlu 


360 


Db 


1021 


MMIIMIIIIMMMIIMIIIIMMIIMIIIIIIMIIIIMIIIMIIIIIII 

GGCACGGCCTATGCCCGCTACGGGAGCTTCGGCGTGGGCTTGTTCTCCGTGGACCCTGAG 


1080 


Qv 


361 


GluAspGlyTyrProLeuThrValAlaAspTyrSerGlyThrAlaGlyAspSerLeuLeu 


380 


Db 


1081 


' 1 1 1 1 1 1 1 1 1 f r r i f 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r m i 

GAAGACGGGTACCCGCTCACCGTGGCTGACTATTCCGGCACTGCAGGCGACTCCCTCCTG 


1140 


Qy 


381 


LysHisSerGlyMetArgPheThrThrLysAspArgAspSerAspHisSerGluAsnAsn 


400 


Db 


1141 


IIIIIIMMIIIMIMMIIIIIMIMIIMIIIIIIIIIIIIIMIIIIIIIIIN 

AAGCACAGCGGCATGAGGTTCACCACCAAGGACCGTGACAGCGACCATTCAGAGAACAAC 


1200 


Qy 


401 


CysAlaAlaPheTyrArgGlyAlaTrpTrpTyrArgAsnCysHisThrSerAsnLeuAsn 

) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TGTGCCGCCTTCTACCGCGGTGCCTGGTGGTACCGCAACTGCCACACGTCCAACCTCAAT : 


420 


Db 


1201 


1260 



Qy 421 GlyGlnTyrLeuArgGlyAlaHisAlaSerTyrAlaAspGlyValGluTrpSerSerTrp 440 

IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIII 

Db 1261 GGGCAGlACCTGCGCGGTGCGCACGCCTCCTATGCCGACGGCGTGGAGTGGTCCTCCTGG 1320 

Qy 441 ThrGlyTrpGlnTyrSerLeuLysPheSerGluMetLysIleArgProValArgGluAsp 460 

I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1321 ACCGGCTGGCAGTACTCACTCAAGTTCTCTGAGATGAAGATCCGGCCGGTCCGGGAGGAC 1380 

Qy 461 Arg 461 

Ml 

Db 1381 CGC 1383 



ID AAZ65071 standard; cDNA; 3010 BP. 
XX 

PN WO9963088-A2 . 
XX 

PD 09-DEC-1999. 

SQ Sequence 3010 BP; 497 A; 1045 C; 938 G; 530 T; 0 Other; 

Query Match 100.0%; Score 3010; DB 21; Length 3010; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 3010; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


1 


ATGGTCAACGACCGGTGGAAGACCATGGGCGGCGCTGCCCAACTTGAGGACCGGCCGCGC 


60 


Db 


1 


IMIMIIIIIIIMMIIIIIIIIIIIIIII1IIIIIIIIIIIIIIIIIIIIIMIIII 

ATGGTCAACGACCGGTGGAAGACCATGGGCGGCGCTGCCCAACTTGAGGACCGGCCGCGC 


60 


Qy 


61 


GACAAGCCGCAGCGGCCGAGCTGCGGCTACGTGCTGTGCACCGTGCTGCTGGCCCTGGCT 

IMMMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIII 

GACAAGCCGCAGCGGCCGAGCTGCGGCTACGTGCTGTGCACCGTGCTGCTGGCCCTGGCT 


120 


Db 


61 


120 


Qy 


121 


GTGCTGCTGGCTGTAGCTGTCACCGGTGCCGTGCTCTTCCTGAACCACGCCCACGCGCCG 


180 


Db 


121 


IMMMMMIIMMMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

GTGCTGCTGGCTGTAGCTGTCACCGGTGCCGTGCTCTTCCTGAACCACGCCCACGCGCCG 


180 


Qy 


181 


GGCACGGCGCCCCCACCTGTCGTCAGCACTGGGGCTGCCAGCGCCAACAGCGCCCTGGTC 


240 


Db 


181 


MIMIMIIIIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

GGCACGGCGCCCCCACCTGTCGTCAGCACTGGGGCTGCCAGCGCCAACAGCGCCCTGGTC 


240 


Qy 


241 


ACTGTGGAAAGGGCGGACAGCTCGCACCTCAGCATCCTCATTGACCCGCGCTGCCCCGAC 

M 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1| 1 1 1 1 1 1 1 1| 1 1 1 

ACTGTGGAAAGGGCGGACAGCTCGCACCTCAGCATCCTCATTGACCCGCGCTGCCCCGAC 


300 


Db 


241 


300 


Qy 


301 


CTCACCGACAGCTTCGCACGCCTGGAGAGCGCCCAGGCCTCGGTGCTGCAGGCGCTGACA 


360 


Db 


301 


IMIIMIIIMMIMMIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIMIIIMII 

CTCACCGACAGCTTCGCACGCCTGGAGAGCGCCCAGGCCTCGGTGCTGCAGGCGCTGACA 


360 


Qy 


361 


GAGCACCAGGCCCAGCCACGGCTGGTGGGCGACCAGGAGCAGGAGCTGCTGGACACGCTG 


420 


Db 


361 


MIIIIIIMIIIIIIIIIIIIIIIMIIIMIIIIIIIIMIIIIIIIIIIIIIIIMI 

GAGCACCAGGCCCAGCCACGGCTGGTGGGCGACCAGGAGCAGGAGCTGCTGGACACGCTG 


420 


Qy 


421 


GCCGACCAGCTGCCCCGGCTGCTGGCCCGAGCCTCAGAGCTGCAGACGGAGTGCATGGGG 


480 


Db 


421 


IIIIIMIIIIMMIIIIIIIMIIIIMIIMIIIIIIIMIIIMIIIMMMIII 

GCCGACCAGCTGCCCCGGCTGCTGGCCCGAGCCTCAGAGCTGCAGACGGAGTGCATGGGG 


480 


Qy 


481 


CTGCGGAAGGGGCATGGCACGCTGGGCCAGGGCCTCAGCGCCCTGCAGAGTGAGCAGGGC 


540 


Db 


481 


MliMMIIIIIIIIIIIIIMMIIIIMIIMIIIIIIIIIIIIIIIIIIIMIIII 

CTGCGGAAGGGGCATGGCACGCTGGGCCAGGGCCTCAGCGCCCTGCAGAGTGAGCAGGGC 


540 



uy 




f~*r* C^r^TC* A r P/^/^* A /^T^"^'^/^'! 1 ^'! 1 /^'^/^ AfA/~ , ^~'f~ , A/'**/"">/"<^T' , A 7\ rp/irirtrpp 71 ,-1 /-irp/-l /-I rp/-l 71 71 rimprtnmn 

. LULL 1 LAI LLAGL 1 I L 1 L 1 L 1GAGAGLLAGGGLLALATGGLTLACCTGGTGAACTCCGTC 


600 


jjjj 




IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIM 

. LULU 1 LAI LLALtL 1 1 L I L 1 L IGAtjAGLLAGGGLLALAI GGL 1 LALL rGGTGAACTCCGTC 


600 


yy 




ALiLLjALA 1 LL 1 GGA i GLLL I GLAGAGGGACLGGGGGCTGGGCCGGCCCCGCAACAAGGCC 

II INI II Mill MIIIIIMIIIIIIIIMMMIMIIMMIMM Mill Mill 

ALrLLrALAl LL ILLAlLrLLLlGLAGAGGGACCGGGGGCTGGGCCGGCCCCGCAACAAGGCC 


660 


UD 




660 


uy 


DDI 


GACCTTCAGAGAGCGCCTGCCCGGGGAACCCGGCCCCGGGGCTGTGCCACTGGCTCCCGG 


720 




C£ 1 
OOl 


IIMIIIIIIMMIIIIIIMIIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 
l-all i i laltal-allgll iglllggggaalllggccccggggctgtgccactggctcccgg 


720 


yy 


*7 O T 


LLLLLALAL 1 G 1 L 1 GGALG 1 LL I LL I AAGLGGACAGCAGGACGATGGCGTCTACTCTGTC 


780 


nh 


/ z ± 


1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 M 1 1 1 

LLLLLrALrAL 1 Lr 1 L 1 LrGALG 1 LL I LLTAAGLGGACAGCAGGACGATGGCGTCTACTCTGTC 


780 


vy 


7 ft 1 


1 1 ILLLALLLALIALLLLL-LLLGLI I LLAGGIGI ALTGTGACATGCGCACGGACGGCGGC 

• IIMIIIIIIMIIMIIIIIIIIMIIIIIMIIMIIIIMMIIIMIIIIIIIMI 

1 l i.^L,uAL-v_^ALlALLLLrLrLLLrGLl I LLAGGIGI AL I GTGACATGCGCACGGACGGCGGC 


840 


Db 


781 


840 


Ov 

uy 


ft J. i 
0 *± j. 


LrLrU HjvjALLtU 1 Lr 1 i 1 LAL^LLLLCjLGALiGALGGCTCCGTGAACTTCTTCCGGGGCTGGGAC 


900 


Db 


841 


IMMMMMMIMMMMMMMIIMMMIMMMMIIMMMMMIM 

»jLjL 1 ULrALLrLr 1 L 1 1 i LALiLLiLLGbGAGGALGGLTCCGTGAACTTCTTCCGGGGCTGGGAC 


900 


vy 


_? U J. 


LrLLi all Lr AL-AL GGL ill GG L AGG L T LAC CGGGGAGCACTGG C T AGGGC T CAAGAGGAT C 


960 


Db 


901 


M M II 1 1 1 1 M 1 1 II 1 1 1 II II 1 1 1 1 1 1 1 II 1 1 1 M M 1 1 1 1 M 1 II 1 1 II M II M M 

vjUvj 1 AL-L-vjALrALLrLrL ill LiLrLALGL I LAL L GGGGAGCACTGGCT AGGGC T CAAGAGGAT C 


960 


Ov 

vy 


961 


v-AL-LfLLL lLrALLALALALGL 1 GLLTACGAGCTGCACGTGGACCTGGAGGACTTTGAGAAT 


1020 


Db 


961 


1 I'll I'M I ' 1 , ! i 1 ! 1 1 1 1 , 1 1 1 1 1 1 1 1 , 1 1 1 1 ' 1 [ | r | . 1 1 1 1 1 , 1 

u/iL.vj^L.^ naAL.(wAL-At„ALr(jU ibLL 1 ALbAbL 1 GLALGTGGACCTGGAGGACTTTGAGAAT 


1020 


Ov 
vy 


1021 


vjul>al-vjIjUL i aillllll 1 ALGGGAGL 1 1 LGGCGTGGGCTTGTTCTCCGTGGACCCTGAG 


1080 


Db 


1021 


M 1 II 1 1 1 M II 1 1 1 1 1 M II 1 1 II M 1 1 1 1 M 1 1 1 II M 1 1 1 II 1 M M 1 1 1 1 1 1 II 1 1 

ovjurt.v_vjvj^i w 1 Aibti-Lbt 1 ALLLrLALrLl 1 LbGLGrGGGCTTGTTCTCCGTGGACCCTGAG 


1080 


Ov 
vy 


1081 


vj/^^/\u(avjvj 1 ALLLLL 1 LALLG 1 GGL 1 GALTATTCCGGCACTGCAGGCGACTCCCTCCTG 


1140 


Db 


1081 


II INI 1 II II 1 II 1 1 III 1 1 Mill MIMIIM Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

^AALrALLLrLlALLLGLlLALLGlGGLTGACTATTCCGGCACTGCAGGCGACTCCCTCCTG 


1140 


Ov 
vy 


1141 


MAvjUALA^L-LrLrLAlLrALrL-l 1 LALLACCAAGGACCGTGACAGCGACCATTCAGAGAACAAC 


1200 


Db 


1 14 1 


IIIIIM Ml. II MIMilMI Mill. I'll Ml 'I'MII 1,11:1 

rtrt^^^UAUUtjijL-AlLrALLrl 1 LALLALLAAGGACCGTGACAGCGACCATTCAGAGAACAAC 


1200 


Ov 
vy 


1201 


± vj 1 vj^uljUU iiLi ALLLLGG 1 GLL 1 GGTGGTACCGCAACTGCCACACGTCCAACCTCAAT 


1260 


Db 


1201 


M 1 1 II II 1 II II 1 1 II 1 1 1 II 1 1 II II II II 1 1 1 II II II II 1 1 II 1 II 1 1 1 1 II 1 1 1 1 

lkji 1 1 l 1 ALLLLLLr 1 GLLTGGTGGTACCGCAACTGCCACACGTCCAACCTCAAT 


1260 


Ov 
vy 


12 61 


Clarify A r^T 1 A PPTP (™*f^ /"'✓"•/"■""P/""' ppri7\ /-^m rinm 71 mi-t -r j-i i^i^-in-i^-i 

vj^ljuaij 1 all 1 LrLLLLrLrl GLGLALGLCTCCTATGCCGACGGCGTGGAGTGGTCCTCCTGG 


1320 


Db 


1261 


IMMMIMMMMMMIMMIMMIMMMIMMIIMIIIMMMIMM 

LrLrLLALr l ALL 1 LrLGLGG 1 GCGCACGCCTCCTATGCCGACGGCGTGGAGTGGTCCTCCTGG 


1320 


Ov 
vy 




ALLLrLrL 1 GGLAG1 ALTLACTCAAGTTCTCTGAGATGAAGATCCGGCCGGTCCGGGAGGAC 


1380 


Db 


1321 


IIIIMIIIIIIMIIIIIIIIIIIIIIMIIIMIlllllliMMMiiiiiiiiiii 

ACCGGCTGGCAGTACTCACTCAAGTTCTCTGAGATGAAGATCCGGCCGGTCCGGGAGGAC 


1380 


Qy 


1381 


CGCTAGACTGGTGCACCTTGTCCTTGGCCCTGCTGGTCCCTGTCGCCCCATCCCCGACCC 


1440 


Db 


1381 


IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIlllllliiiiiiMiiiiiiii 

CGCTAGACTGGTGCACCTTGTCCTTGGCCCTGCTGGTCCCTGTCGCCCCATCCCCGACCC 


1440 


Qy 


1441 


CACCTCACTCTTTCGTGAATGTTCTCCACCCACCTGTGCCTGGCGGACCCACTCTCCAGT 


1500 


Db 


1441 


IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIMI ' 

CACCTCACTCTTTCGTGAATGTTCTCCACCCACCTGTGCCTGGCGGACCCACTCTCCAGT : 


1500 



C QrtVO 



vy 


1501 


rtVjVJVjrtVjVJVJV3LLVjVjVjV_.V_.rt J- LLL 1 Vjrt V_..tt.L VjrtrtVj V_, 1 V-.V_.l_ 1 VjVjVjLLVJVJ ± VjrtrtVj x V_rtLrtL/_ ± tuL 


1 jDU 


Db 


1501 


MIIMIIIIIIIIIIIMIIIMIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIII 

AGflGAGGGPPPPnPPPATPPPTPAPAPP,aAPrPTPPPTPPPPPP-PTPTaaPTPAPaPaTPPP 
rtULiU/ivjovjij^UuVjuLL/ll v — \ — . \ — i VjrtLrtLVj_-_rtVjV_. 1 LLL 1 VjVjVjV. V^VjVj 1 Vj_-__-_Vj 1 V__-_L/_L_-1 ± V^VjV. 


i ccn 
lDDU 


wy 


1561 


V_- J. 1 V_ ± V_VjV_-V.Vj 1 V_.V_.V_.V_.rtV_.V_,V_.V_.L 1 LLnl 1 1 VJVjLAVjL 1 LAL 1 VjA 1 1 VjLL ± L 1 VjL 1 VjA± Vj 


1 cnn 
lo^ U 


Db 


1561 


IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIII 

-J. 1L1 V,Vjv,LVj 1 LLLLALLLLL 1 LLA1 ± 1 VjV_rL.rt.V_rL 1 LAL 1 VjA± 1 VjLL 1 L 1 uL 1 u/llu 


icon 




1DZ1 


LVjVjVjL ± VjVjLAAAL I 1 vjALLtALLLLAAL 1 LL J. LrLL 1 GLLLLLAL ILil bAL 1 t_.t_.LitjrltjV_.iLii 


16 a U 


Db 


1621 


IIIIIIIMIIIIIMIIMIMIIIIIIIIIMIIMIIMIIIIIIIIIIIIIIIIII 

pp.p.pptpppa a aPTTr_pp a cc^cc ts. a rTrrTPPPTPPPPPPTy /-i-n/-irp/-i ^rp^/-i/-i/^tm/-iy-irp/^rp 

VjVjVjVjV_ 1 VjVj^/_rt_-lL 1 1 VjALLtALLLLAAL 1 LL 1 VjLL 1 LrLLLLLAL 1 Lr i LfAL i LLGG 1 GL i Lri 


1680 


Ov 
wy 


1681 


TTnPrnTrPPPTnnPPaP,P,ATPP.TP-P-_PTPTn:PPPP Apppa ppptptpppptp rrrTT* r^n 
J- J- vjv_.v_.vj X v_v_v_V- 1 VjV_TV_.v_.i-i.vjVj/ilVjvj 1 vjvjAvj 1 L 1 VjLLL LAVjVjLA LLL 1 L 1 VjLLL 1 LtLLLLiLtLL 


X /4 U 


Db 


1681 


MIIIIIIIMIIIIIMMIMIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIII 

t tp p rnT pp p p tp,p,p p a a t pp-tp-p a pt ptpp p p r 1 a p ppippptptpppptpppppppp 

J- x vjv_v_o j. \_\_v_v. ± vjvjv_. v^rtvjvjrt. i vjVj i vjvj/.Vj 1 L 1 vjLLLLALjLLALLL 1 L 1 oLLL 1 vjL.L-L-VjvjL.v_, 


1740 


Ov 
vy 


1741 


AAATArrPfinrATTaTP,P,p,napapapappappppppapapappappppTPP7iPTPPTPPT 

rtrtrt J- rtV.V_.V_.VJVJV_-rt X irtl Vj Vj Vj Vjrt V_.rt Vj/_. Vjrt.Vj V_ rt Vj VjVj Vj Vj V_, rt Vj/\L ALt L A L L L L 1 LrLAL ILL 1LL1 


1800 


Db 


1741 


IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIMIIIIIIII 

AAATAPrP^PATTATP,r!nP,aPaPaPAPPflPPPPPP_P_PaPPaPPPP r rPP7\P l T'PPTPPT 
rt-r_rt. i- rtV_ L L VjvjLA 1 J.rt.1 Vj Vj vj vj/\ L ALt ALt ALr L Avj vjLj VjL L AL AL ALt LAL LLL 1 GGAG 1 LL 1 LL 1 


1800 


Ov 
vy 


1801 


AnPA(^ATPP,TP,P,P,P,a flTP,TPflP,PTPTPTPTPaPPTPB r , r* r Pr"vr t T^rrrr 1 a r^T a ^ppTrinn r» 
rt.vjv.rt.vjrt j. v_vji vjVjVjVj/__-_ i Vji LALLl L 1L1L 1 vjALtVj 1 L Atjtj 1 1_ 1GAGGLLAGI A 1 LL 1 LLAG 


1860 


Db 


1801 


IIIIIMIIMIIIIMIIIIMMIIIIIIIIIIIIIIIIIMMMIIIIIIIIIIM 

AfiPAnATPf!TnnnnAATP,TrAP,P,TPTPTPTP,flP,riTPflPPTPTPaPPPPRPTA r rpp r rppAP 
rtvjv_-rtVJ.rt._ v,Vj i. uuuUnn J. Vj ± V-rtVjVj 1 V_ 1 L J. L J. Vj.rt.VJVj 1 LALLj 1L1 LiALtVjLLAL - 1 A i LL 1 LLAG 


1860 


Ov 


1861 


prrTrrrAATRrrAAPprppAPpppr,TTTPPPTPPTPPPpapapz\ a p^pa ^^rpz-i-pz-iz-i 

v--v-v- J. v_,\_,v_,_-__-_± vjv J \^_ L _/-i\_,v_v_.v_v_i-iv_ v,(_.\_Vji i l v^V^V^ 1 VjVj 1 Vj^LL-AVjALrAAL-L-L-AL-L. 1L1LLLLL 


1920 


Db 


1861 


IIIMIMIIIIIMIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMI 

J. ^Vj^rvni ^JV^v_.rt_-_v_.v_.*_,v_.\_._-iv_.\_,V_.V rf Vj 1 1 X V_V_V_ ± VjVj 1 VjV_-L.V_-AVjAVjAALL-L-AV_.t_ i t_ i L-L-L-L-L. 


192 0 


Ov 


1921 


A AnPPrPPTP APPPTPPPTPTPPPPTPPPTPPPPrr'a tppt a pp a rTT^nnrpr 1 a ppm^ 71 
j-irtvjvjvjv_v_ 1 i_.i-_vjv_.i_, ± VjVjv_ 1 Vj 1 VjvjLtL i vjVjvj l tjtjLLLLA 1 LL 1 AL L ALnjL L L 1 CjALtLj 1 LAGGA 


1980 


Db 


1921 


IIIMIIIIMIIMIIIIIIIIMIIMIMMIIIIIIIIIIIMIIIIIMIIIMI 

A AfJPiflPrTr a P,P PTP,P,PTP TP PP PTPP PTPP PPPPATPPTn r*r>7\ r>r*/~ir*nrrin a nnmn7i sir*i-n 
j-i_-_vjvjvjv_v_i v^/ivj^.^ iLTVjLlvjivjLrLLiLrLL-iLiLTLLLLAlLLlALLAvjtjLLL 1GAGGTCAGGA 


1980 


Ov 
wy 


1981 


TPTp^r! AP,PTP,PTP,PPTTTPPPP 7\ PPP 7\ r , rT"TTT'7\ a r^r^r^rrr* a ha pnn rti--<n-~m<-/ii 

i vjvjvjvj/_vjv, i VjL ILjLL 1 1 ItjtjvjtjALLLALGLlLLAAGGLlGAGALLAGrTLLCTGGAGGCC 


2040 


Db 


1981 


m 1 1 j 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 r i j f i j 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 m 1 1 1 1 1 1 1 1 

TnnnnAnPTP^PTP.PPTTTPPPP a PPP 7\ PPPTPP71 nrippmpTinTi om-i/innmnnTi 

1 vjvjvjvjrtLL 1 ltl 1 vjll ill GLrLrGALLLALGL 1 LLAAGGL rGAGALLAGTTCCCTGGAGGCC 


2040 


Ov 
vy 


2041 


APrrAPPrTPTTnPPPPP,P,PaP.P.PPTPPPPTPTPPAPTPPTp-i^7\Pnr r n 1 ~-i/n-ir( 1 --/-T\ 

rtv.v-v.rtv.v-L i vj ±VjI_lllvjLLALtvjLL 1 vjLtGG 1 L ibLAblLLl Li 1 ALLiGLTGTGCCCACCT 


2100 


Db 


204 1 


IIMIIIIIIMIIIIIIMIIIIIMIMMIIIIIIMMMIIMMMIMIMII 

ArrrArrrTnTnrrrprtp,rApj* i ppTppppTPTPpBP r rpp r rPTT7\ppTPPTipTinpnrn\ /-i/^m 

rt\_v^v_rtv_v-\w- 1 vj i vjv.v.uv^vjVjLAvjVjLL i VjLjLjLt 1 L 1 LjLAG 1 LL i L 1 i ALL i L*L i GTGLlCAlCT 


2100 


Qv 


2101 


GCTrTrTfiTrTPAAATrJAnP,PPPaaPPPfiTPPPPPBPPPapPTPPPPPPr»nmnnmririrTiTi 
vjv_ j.\_-±v,i.vj_.v.j. v^rtrtrti VjrtVjVjLLLAALLLAl LLLLLALLLAGL 1 LLLGGLLGTllTCCTAl 


2160 


Db 


2101 


IMMMMMIMIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

GCTCTrTfiTPTPAAATRAnnrPPAAPPPaTPPPPPapppappTPPpppppp'ppr"r/-/-irpT\ /-i 
vjv, ii_._v-ivji v-i v_rt_-_rt i VjrtVjVjLLLAALLLAl LLLLLALLLAGL 1 LLLGvjLLGI LLTlCTAC 


2160 


Ov 


2161 


rT(innnPAGPPPinPTnPTfIPPaTPPPaTTTPTPPTPnPTP r rpp7\ TKr*n^nr*nrrrtr*r*r*r^r^r^rnr-> 
^ 1 v-»vjvjvjv,rtvjv,v_.vjvjvjvjv_. i VjLLAI LLLA1 1 1 L 1 LL 1 GLL i L 1 GGAAGG i GGGTGGGGCCCTG 


2220 


Db 


2161 


IIIMIIMIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

rTn^( r ^nrAriPPP,P,P,flPTP,PP_TPPP3\T r P r rP r r , PPTr , P/~ r rr''P/-'n A a nnainrmmn/~nnn^inmn 

v, i vjuvjuv-rtULV-vjVjvjbL 1 bLLrt 1 LLLA1 1 1 L 1 LL 1GLL 1 L 1 GGAAGGT GGGTGGGGCCCTG 


2220 


Qv 


2221 


P A PPPT'PtPtPPPT'PP A PTPUPPIP^T A A TT^r^r^ A APP f rr , 'P r rr<rim<Timfrr'Tirii-/-/-mn/-i-)nririmTi „ 

v^rtv. v_vj ± vjvjvjvjl i vjvjal i vjlltL x AA i bbbAAbL 1 L i i GG 1 1 rTCTGGGCTGGGGCCTAGGC 


2280 


Db 


2221 


MIMIIMIIMMIIMIIMIIIIIIIIIIIIIIMIIIIIIIMMMIIIIIMI 

PAPPPTPrPPPPTPPaPTPPPPT'a STPPPA A PPTP^T l nP r P r P~ 1r ~r'rnririOnrnrir<no/nnm n s~ts~is~i 

v-rtv_v_vj j. vjvjvjVjv. i vjVjrtL i vjLvjL 1 AA 1 LtLtLiAAL-L i L 1 I GG i 1 1 1 L 1 GGGCTGGGGCCTAGGC 


2280 


Ov 

x/ 


2281 


AGPrPrPTPPPAT'PAPPP'T'TP'T'a Pa a PPrT 1 /^ A C*C a nc* A a T"pr-Pnn7\nnrm /-ii-p/~i/-i-i /-»/~t/~im/-i J -im 
rtvjvjvjv, j. vjvjvjrt ± vjrtVjVjL ± 1 vjl ALAALLLLLALLALLAAi i i LLLAGGGAlTCCAGGGTCCT 


2340 


Db 


2281 


II II Ml MM Ml II M Ml Mill II III HIM II II Mill MM III II II III I 

AGGGCTGGGATGAGGCTTGTACAACCCCCACCACCaATTTCCCAGGGACTCCAGGGTCCT 


2340 


Oy 


2341 


gaggcctcccaggagggccttgggggtgatgaccccttccctgaggtggctgtctccatg 


2400 


Db 


2341 


IIMMIMIIIIIIIMIIIMIIIMIIIMIIMIMIIIMIIIIIIIMIIIIII 
gaggcctcccaggagggccttgggggtgatgaccccttccctgaggtggctgtctccatg 


2400 


Qy 


2401 


aggaggccaacccttgccattgaccgtggccacctggacccaggccaggcccggcccggc 


2460 


Db 


2401 


MMMMIMIMMMIMMMMIMIIIMMMMMMIIMMIMMMM 
aggaggccaacccttgccattgaccgtggccacctggacccaggccaggcccggcccggc 


2460 



Ov 
wy 


2461 


a agtggtp A Annn a p Adcia a pp a pptp a rfnnnr a a a tppppt ppppppp a ptpppppap 




Db 


2461 


IIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

G A PTPPTP A A PPP A P APPP A P P A P PTP A P PP.PP. P A A A TnfZfinT PP P P r* P P 21 P TPP P P P A P 


neon 


Ov 


25 2 1 


PAGAPPAGGPAPPAPPTGGAPAPTTTPTTPTTP A ATPPTPPPA APAPPPAPPAPPPTPTP 


Z O O u 


Db 


2521 


IIIIIMIIIIIIIIIIIIIIIIIIIIIMIMMIIIIIIIIIIIIIIIIIIIIIIIII 

PAGAPPAGGPAPPAPPTPPAPAPTTTPTtpttpa ATPPTPPPa Ar , 7^nr , nAonAr , nr , T , r"TT' 

Lrto/it ^_~M.ijVjr\_.rt.^ ^_ x uunLAL, 1 1 1L1 lul i ur\/\l b-b- 1 b.v_b./\/\b~ttA_b.b..rtbxl_/\^bjb- 1 \j 1 U 


T c q n 
Z b o U 


Ov 


2581 


ATPPPPAPTPPTTPTPTPPAPAPATPPAPAPPTPZiPaPPPPPaPPPTPPPZiPPaPPaPPn 
■"■J- c<-^>-nL l l l o l Ol OL- J tt.V-.,tt.v_,i-i.l OV_.tt,bJ/\oVj 1 orto,rt^V_v~brL^/\bJbTU 1 b-b-b-.rtoo.rtUU.tt-Ob./i 




Db 


2581 


IMIMMMIIIIIIIIIIIIIIIIIIMIMIIIIMIIIIMIIIIIIIIIIIIMI 

ATPPPPAPTPPTTPTPTPPAP APATPPAP APPTP APaPPPPPapPpfTPPPappappapr" a 

rt J- ittl J- vjr X Vjt 1 OV_i-lv_.i-j.^,rt 1 OUrtoAoO lorto.rtb.b.b.Ob./\ooC 1 CCL.-M.b70Ab.b»Ab7b,A 


264 0 


Ov 


2641 


vjVw.v^rt^^-u-\ovjOV„/lkjVjVjj^ i oo.rt\j\^ b-ubrbr 1 V_b 1 Lnbt 1 o 1 1 bib 1 b- Abrb, AuL b, b- 1 obxA.b.v_.b.b7b, 


2700 


Db 


2641 


IIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIMMMMIIMMIIIMIIIIIIII 

PPPAPAAPPPPAPPrPPTPPAPPPPPPTPPTPaPPTPTPT'PP'TPappapppp'T'pp nnnr^rr* 
uu^nL.rtrtuuu^rtuvJUL. l OOrtvj^^obrbj H„V„ 1 LAbib- 1 o 1 b. 1 uL 1 b./Ab7b.A.bTb,b,b, 1 obxtt.b,b,b,b7b- 


2700 


Ov 
vy 


2701 


PTPiPPrTTAPPrTPAPPPPPAPATPPAPPPPPPPTT'T'TPPaapPPPT'PPTPa'T'PPPr'r'r'r'rpn 

oj.u\_u.l J- ^a_o J. ^rtUuiw^^AU/i 1 0^.rtuOUV_.vjrOV_. 1 1 1 1 b-b-.H/-lbrbrt„v„ 1LL1 Vxrt 1 brbrbrb-robb, 1 b- 


2760 


Db 


2701 


IIIMIIIIIIIIIMMIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 

GTGCGTTA PPrTPAPPPPPAPATPPAPPPPPPPTTTTPP a A PPPPTPPTP a TPPPPPn/^Tr 1 
vj -l j. in\,vj ± ^nuuu^v^rturt ± ov_rtOvjVjrv_ooV„ 1111 ^ L^/\/\oLjb. 1 LL.1 vj/l 1 bubub L L 1 b- 


2760 


Qv 


2761 


CGAAAGGGCTGGAGTPAGPPTTnGPPAPPTPPPTAPPAPPPTPTPPTPPPPPappapppp 

\~\-mt-u-i.\j\j\j^ ± ± v_n\jv_v„ ± i uuuunuL 1 OV^V_ 1 rtoLAuL 1 1 bb 1 b brbj bib. -H.br brrt.br brbrbT 


282 0 


Db 


2761 


1 M II 1 1 1 1 1 II 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 

CGAAAGGGCTGGAGTPAGPPTTPPPPAPPTPPPTAnPaPPPTPTPPTPPPPPappapppp 

^^.rar-ir-ivjvjvjv_ ± vjvjnui v^rtvjv^v^ i i oooOf-Ujv_. lVjrV_V^, 1 i-lbiV_r\bJb^ IblbLJ. bbrbibrb..rtbibi.rt.b7bjbjbi 


282 0 


Ov 


2821 


AGGTGnrTTrrTrr&AfinfisrApprniTrrpiippTPPPTapppppTpTPPPPT'ppppTfpp 

nuvji vjov~ ± ± v^l j. v^/^J-irt.L30i-i.\wi-i.^U^Vjril VjOlwrtbibi 1 brb-b 1 .rtbrbroobr 1 br 1 bibrbibr 1 1 bb-br lib. 


2880 


Db 


2821 


i J 1 1 1 r i r i j i j 1 1 j 1 1 1 1 1 j 1 1 1 1 1 j 1 1 f r i r i 1 1 1 r 1 1 1 1 1 1 1 r r i j 1 1 1 i 1 1 1 1 f 1 1 

AGGTGGPTTPPTPPA AAnPAPAPPPPATPPPaPPTPPPTaPPPPP r PP r PPPr , r ,r n- , r , r , r"T"T'r^ 
^^J^-' -l vjvjv^. j. .L v_v_ j. ^^.rtj-^oort^rt^u^o/i 1 VjrVjrb./ibibr 1 brb.L^ l-rtbrbrobTbT 1 br 1 bibrbibr 1 1 bb.br 1 1 b. 


2880 


Ov 

uy 


9ft ft 1 


TPPPT'T'PPPPT'PPP A /"""P/™ 1 A Af~ 1<r P r T" lr T 1 /^"T 1 r''r" 11 l"l'T\ 7\ T\ TV 7V 7\ /-I TV ti m> «mmm/n /-H-nr-rn-i nn, „ _ m 

ib-b,b,i ib.b,b,b,lb,b-b-Ab.lbrAA(jl 1 1GTGCTTAAAAAACAATAAATTTGACTTGGCACCACT 


2940 


Db 


2881 


1 1 1 i 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TCCCTTCCCCTCCCACTGAAGTTTGTGCTTAAAAAACAATAAATTTGACTTGGCACCACT 


2940 


Qy 


2941 


GGGGGTTGGTGGGAGAGGCCGTGTGACCTGGCTCTCTGTCCCAGTGCCACCAGGTCATCC 


3000 


Db 


2941 


IIIMMIIIIIIIIIIIMIIIIMIIMIIIIIIIIIIIIIIIIMIMlliiiiiii 

GGGGGTTGGTGGGAGAGGCCGTGTGACCTGGCTCTCTGTCCCAGTGCCACCAGGTCATCC 


3000 


Qy 


3001 


ACATGCGCAG 3 010 




Db 


3001 


MINIUM 

ACATGCGCAG 3 010 





ID AAA88801 Standard; CDNA; 1099 BP. 
XX 

AC AAA88801; 
XX 

DT 19-FEB-2001 (first entry) 
XX 

DE Human SECX cDNA Clone 4437909.0.4. 
XX 

KW SECX; human; diagnosis; gene therapy; chromosome 9; 

KW reproductive disorder; muscular disorder; immunological disorder; 

KW cancer; infection; ss. 

XX 

OS Homo sapiens. 
XX 

FH Key Location/Qualifiers 

FT CDS 83 . . 892 

FT /*tag= a 

XX 

PN WO200061754-A2 . 
XX 

PD 19-OCT-2000. 
XX 

PF 07-APR-2000; 2000WO-US09392 . 
XX 

PR 09-APR-1999; 99US- 012 8514 . 

PR 03-MAR-2000; 2 OOOUS - 012 85 14 . 
XX 

PA (CURA-) CURAGEN CORP. 
XX 

PI Fernandez E, Vernet C, Shimkets R; 
XX 

DR WPI; 2000-679487/66. 

DR P-PSDB; AAB19732 . 
XX 

PT SECX polypeptides and the nucleic acids that encode them, useful for 

PT diagnosing, preventing and treating e.g. cancers, inflammation, 

PT arthritis and immunological disorders - 
XX 

PS Claim 10; Fig 13; 143pp ; English. 
XX 

CC The present sequence is that of SECX Clone 443 7909.0.4, which 

CC encodes a microbody (peroxisome) associated protein (see AAB19732) . 

CC The clone was found in osteogenic sarcoma cell lines, adrenal 

CC gland, thalamus, foetal brain and foetal lung. The invention 

CC provides novel SECX polynucleotides (see AAA88789- 804 ) and the 

CC secreted or membrane-associated proteins encoded by them (see 

CC AAB19720-34) . SECX polynucleotides, polypeptides and antibodies can 

CC be used in the detection, diagnosis and treatment (including gene 

CC therapy) of a broad range of pathological states. The 443 7909 

CC gene maps to human chromosome 9. Clone 4437909.0.4 polypeptide 

CC shows similarity to human microf ibril-associated glycoprotein 4 

CC splice variant MAG4V and may therefore be useful for treating 

CC reproductive disorders (e.g. disruptions of the oestrus cycle and 

CC spermatogenesis, polycystic ovary syndrome and cancers of the 

CC prostate and ovary), muscular disorders (e.g. Duchenne ' s muscular 

CC dystrophy, lipid myopathy and myocarditis) , immunological 

CC disorders (e.g. Addison's disease, asthma, anaemia and AIDS) and 

CC neoplastic disorders (e.g. myeloma, sarcoma, leukaemia and lung 

CC cancer) . Similarity is also shown to human opsonin protein P35, 

CC suggesting use in the prevention and treatment of infectious 

CC diseases. A variant clone, 443 7909.0.55, is given in AAA88802, 

CC and a clone obtained by PCR amplification is qicen in AAA88804 

XX 



SQ Sequence 1099 BP; 188 A; 380 C; 333 G; 198 T; 0 other; 

Query Match 35.1%; Score 1055.8; DB 21; Length 1099; 

Best Local Similarity 99.7%; Pred. No. 1.7e-185; 

Matches 106 8; Conservative 0; Mismatches 2; Indels 1; Gaps 1 



Ov 


524 


A vjv^j-ivjrtvj j. ftuuuLLu^t J- v—f-iJ. LL/ibL 1 1 L 1 LI L 1 bAoAbCCAvjJVjvjv_-L.AL.Al bbC 1 


582 


Db 


2S 


II II MM MM IIIIIIIIIIMMIIIIIIIIMIIIIIIIIIIIIIIIIIMIIII 

> TGPAG AGTG AGP A A GPtPtPPGPPTPATPP A nPTTPTPTPTP a c a chc a pprrnsp a thppt 


o o 
oo 


Ov 


583 


PAPPTPPTPA A PTPPPTPa PPPa P ZiTPpTrr a r vr , r*nc ir rr*H ap 1 a rT^r^ a r^r^nr^rTT 1 r^rnr^r^r* 
\_nv_^ j. vjvjj, o,r_/A\^ l L^Vjji ^.tt.bL.bi-_L..rtl LL 1 uuH 1 bLLL 1 bC AbAbbbAC CbbbbbC 1 bbbC 


642 


Db 


89 


MIIMMMIMMMMIMMIMIMMMMIMIMMMMMMMIIMM 

V-rtV^V- i uu J. bMrtV.. ± 1 L,/ikjLb/itHl LL IbbAl bCCC 1 bC AbAbbbAC CbbbbbC IbbbC 


14 8 


Qv 


643 


CGGCCCCGCAAPAAGGPPPt APPTTPAPtAP AnrrtPPTHrPPPPPP a a r , nc t r i nnnnr t r t r t r t nn 

^uuv.^^v.u^nrt^nnovjv-^uftL^ ± J- brt\jj/iVJi-ibL.bL.L. 1 bbbbbbbbAACCCbbCCCCbbbbC 


702 


Db 


149 


i i i i i i i i i i i i i i i i i i i i f i i i i i r i i i I i i i i i i j j r i i i i i i i j r j i i i i j f r i i f 

CGGCCCCGCAAPMnnPrPrAPPTTPAnar!AnPPPPTPPPPr , r , PPaapppr , pr , r i r , r | pnr'r'p 


208 


Qy 


703 


TGTGCCAPTGGPTPPPGGPPPPPrAP- A PTHTPT^p a pptpptpt't a a r*nr*n ap app a nm\r> 

, * J *"^-" Vj - 1 - J- v-v^\_\j\j^uu^uriurtL, luiLI bb.tt.bb 1 LL 1 LL 1 /\/\b C bb AC Ab C Ab b AC 


762 


Db 


209 


IMIM Mill Mill Mill MIMMMIMM III MIMMIIIMIM Mill II 

TGTGCCACTGGCTCCCGGCCCCGAGAPTGTPTP T PTAPP,TPPTPPTAAPPPPAPAPPappar' 

^ ^ ^ J- vjvj^, j. ^ v^^J w v_.vjrx-ivjrra^ .1 U J. ± bbtt.bb 1LL1LL1 J\r\\J b b brt C .Mb C Ab b AC 


2 68 


Qy 


763 


GATGGCGTCTACTCTGTCTTTPPPAPPPAPTA PPPPPPPPPPTTPPapp^r 1 ^ a r ,r rr ,r nr« An 


822 


Db 


269 


MIMMIMIMMI Mill Mill II IMMMMMIMIMMMMM Mill II 

GATGGCGTPTAPTPTGTPTTTPPPaPPPAPTapPPPPPrppPTTrTAPPTPTAPTPrTinTip 

^ J - n - x ^jvjv^vj _l v_ j._-_v_ j.\„._vj±^j_± l bbbttbCCAC 1 ACCCbbCCbbC 1 1 CCAbb 1 bi AC 1 blbAC 


328 


Qy 


823 


ATGCGCACGGAPGGPGGPGP,PTpTPAPPTnTP.TTTPAPPPPPPPPAPPAPPPPTPr'r>rrr«7v t\ n 
n i vj^u\,n^oiart^uvjL.uuL.ubL i bbrtLbb Ibl 1 1 CAbCbCCbbbAbbACbbC 1 CCGTGAAC 


882 


Db 


329 


m r i m 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r i m 1 1 1 1 1 1 1 1 1 1 1 1 j i 

ATGCGCACGGAPGGPGGPPPrPTnnAPP,PTPT , T , TPAPPPPr , r , r i r i app a nnnnn^nr^r^^r* a t\ r- 
« j. u^u'wXT.^uuriouuL.uuuuuL i uurtcbb Ibl I 1 brtbLbLbbbb/ibuALbbb I LLbl bAAC 


388 


Qy 


883 


TTCTTCCGGGGrTGGGAPGPP,TAPPr!APaPPPPT r PTPPPAPPP r rPAPPPPnr'7\nr<T\ nrnnt~i 

x - LV "- L ^ ^^.vjuuu^ i uuurtLbLb irtLLbHb/iLbbL 1 1 l bbCAbbC 1 CALL bbbbAGC ACT GG 


942 


Db 


389 


Ml IM II II Ml II II II II MM Mill MM IMIM Mill Mill IMIIIMI 

TTCTTCCGGGGPTGGGATPPPTAPPPAPAPPPPTTTPHnar , nr ,r rr'A nnr>r>nr**r*ni\ ^mo^ 
^ ^ j- ^-^uuuu^ i uourt i uLb i^LLb/ibALbbL 1 1 l bbCAbbC 1 CACCbbbbAGCACTGG 


448 


Qy 


943 


CTAGGGCTCAAGAGGATCCAPr7rrPTnArPArArAPPPTPPPTApPBPP r rppAPP'pnn7\n 

j. vrmunuurt ± LLftLULLL 1 bHLL/iL.HLHbbL 1 bCC 1 ACbAbC 1 bLACGTGGAC 


1002 


Db 


449 


llll MMMMMMIMMMMIIIMII Mill IMIIIMI Mill IMIIIMI 

CTAGGGCTCAAGAGGATPPAPnPPPTP,APPZirflPAPPPTPPP r r7\pr' Arinmnn^ nnairiri , ~ 

^ ± v_.rtj-i.vjT/Aovjri-i. ± ub/\bbbbb i bACCACACAbbC 1 bCC 1 ACbAGCTGCACGTGGAC 


508 


Qy 


1003 


CTGGAGGAPTTTGAPTAATPP,PAPPPPPTATPppppp r T i AppppAPPT'rTippprinmnnnnmm/-. 
\- ±\jKjr*.\j\3tt.^ x i i bftbrtrtlbbbHLbbLL 1 Al bttLbt lALbbbAbL TTCGGCGTGGGCTTG 


1062 


Db 


509 


MMMMMMMMMMIMMIMM Mill IMIM Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CTGGAGGACTTTGAGAATGGPAPP,P,PPTATPPPPPPTAPPPPAPprprpp r , r , riri mnpppmm^ 

^^^^ J- unurtfti uuLrtLbijLL Irtl bLLLbL 1 ALbbbAbL i 1 CbbCGTGGGCTTG 


568 


Qy 


1063 


TTCTCCGTGGAPPPTG AGP A AP, A ppppjt a pppp* ptp a nnnrnnr>r"rr> a pm a mmnpnprinnm 
^ x v — *-j * vjjvj/^v^ v^ j. bttbbrtrtb.tt.bbbbi.rtCCCbC 1 CACCbi bbC 1 bACTATTCCGGCACT 


1122 


Db 


569 


MMMMMMMMMIIMM III II Mill Mill 1 1 1 1 II 1 1 II 1 II II 1 II 1 1 1 

TTCTCCGTGGArPPTGAP,PrAAPlAPPPPTAPPPPP f ?PAPPPTPPPT'PAnrn\mrTi/nnn/-i<-n 1 /-im 

j. vj\jj,m.v_v„u ± b_^bb/-Lttb/\cbbb 1 ACCCbC l CACCbi CjjLtL I GACTATTCCGGCACT 


628 


Qy 


1123 


GCAGGCGACTCCCTCCTGAAGCACAGCGGCATGAGGTTCACCACCAAGGACCGTGACAGC 


1182 


Db 


629 


1 N 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GCAGGCGACTCCCTCCTGAAGCACAGCGGCATGAGGTTCACCACCAAGGACCGTGACAGC 


688 


Qy 


1183 


GACCATTCAGAGAACAACTGTGCCGCCTTCTACCGCGGTGCCTGGTGGTACCGCAACTGC 


1242 


Db 


689 


HI IMIIIIIIIII IMIIIMI Mill III Mil III IMIM Ml llll III Mill 

GACCATTCAGAGAACAACTGTGCCGCCTTCTACCGCGGTGCCTGGTGGTACCGCAACTGC 


748 


Qy 


1243 


CACACGTCCAACCTCAATGGGCAGTACCTGCGCGGTGCGCACGCCTCCTATGCCGACGGC 


1302 


Db 


749 


INI II M MM IMIM llll II Mill llll llllll II III lllll 1 llll IMIM 

CACACGTCCAACCTCAATGGGCAGTACCTGCGCGGTGCGCACGCCTCCTATGCCGACGGC 


808 


Qy 


1303 


GTGGAGTGGTCCTCCTGGACCGGCTGGCAGTACTCACTCAAGTTCTCTGAGATGAAGATC 


1362 


Db 


809 


111' ' ' ' ' ' ' 1 1 M 1 1 1 1 1 II 1 1 II II 1 1 1 1 II II 1 1 1 1 II II 1 1 II II II 1 II 1 II 1 1 1 

GTGGAGTGGTCCTCCTGGACCGGCTGGCAGTACTCACTCAAGTTCTCTGAGATGAAGATC i 


B68 





-L J D J 


UD 


ooy 


uy 




Db 


929 


Qy 


1483 


Db 


989 


Qy 


1543 


Db 


1049 



ft) 

:ggccggtccgggaggaccgctagactggtgcaccttgtccttggccctgctggtccctg 

IIIIIIIIIIIIIIIIMIIIIIII lllllllllllllllllllllllllllllllll 

:ggccggtccgggaggaccgctagaccggtgcaccttgtccttggccctgctggtccctg 

'cgccccatccccgaccccacctcactctttcgtgaatgttctccacccacctgtgcctg 
MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIII 

'CGCCCCATCCCCGACCCCACCTCACTCTTTCGTGAATGTTCTCCACCCACCTGTGCCTG 
rCGGACCCACTCTCCAGTAGGGAGGGGCCGGGCCATCCCTGACACGAAGCTCCCTGGGCC 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

CGGACCCACTCTCCAGTAGGGAGGGGCCGGGCCATCCCTGACACGAAGCTCCCTGGGCC 
GTGAAGTCACACATCGCCTTCTCGCCGTCCCCACCCCCTCCATTTGGCAG 1593 

IIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIII 



